20

40
Value

60

80

ASTOO AN AN NONANMNONONOHTNIONODNTONHN D T M
COSTLWOTOSINENSTTITIANNNLONOOOMNMOLDODM MM DML L LD
QOITTTOOO0OO0OO0OO0O0O0O0O0O0O0O0O0O0O0O0O0O0O0O0ONNTAAANNHO OO
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
B A s A A A A A A A A A A A A A A A A A A s A s S A
A A A g A A A A AT A A AT A A AT A A A A A A A A A A A A A A =
DANDDNNDDNNDDDNNDDDNNDDDNNDDDNDDDNADDDD D DD
00 00 60 G0 G0 G0 60 G0 G0 60 G0 GO GO G0 60 GO GO G0 60 G0 GO GO G0 GO GO GO G0 0 GO G0 60 G0 GO GO GO O GO GO
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
[ Ay N Ry A A A gy Ay A W A M W M W M A WA WA WA N

Samples

Group005

@D Bascline
@D Final H-PMA

Pasteurellaceae

Veillonellaceae

Neisseriaceae

Streptococcaceae

Gemellaceae

Actinomycetaceae

Erysipelotrichaceae

Saccharibacteria_(TM7)_[F-1]

Lachnospiraceae

Burkholderiaceae

Atopobiaceae

Absconditabacteria_(SR1)_[F-1]

Flavobacteriaceae

Sphingomonadaceae

Moraxellaceae

Mycobacteriaceae

Yersiniaceae

Pseudomonadaceae

Microbacteriaceae

Hymenobacteraceae

Saccharibacteria_(TM7)_[F-2]

Rhizobiaceae

Phyllobacteriaceae

Propionibacteriaceae

Weeksellaceae

Comamonadaceae

Leptotrichiaceae

Staphylococcaceae

Prevotellaceae

Carnobacteriaceae

Micrococcaceae

Fusobacteriaceae

Campylobacteraceae

Porphyromonadaceae

Enterobacteriaceae

Family



